






the discrete sieve Ψε,s is bounded by AE0(ε, s):

B0(ε, s) = B(ε, s | P0) ≡ min
ψ∈Ψε,s

∫
L(O,ψ | η0)−L(O,ψ0 | η0)dP0(O) ≤ AE0(ε, s).

Given (ε, s), the corresponding discrete sieve Ψε,s, and a random vec-
tor S∗n ∈ {0, 1}n defining a cross-validation scheme, we define the following
estimator:

ψε,s(· | Pn) ≡ argminψ∈Ψε,s
ESn∗

∫
L(O,ψ | η0

n,Sn∗)dP
1
n,Sn∗(O).

In other words, ψε,s(· | Pn) is the minimizer over the set Ψε,s ⊂ Ψs of the
cross-validated risk. We note that, if the nuisance parameter η0 is known
(i.e., η0

n,Sn∗ = η0), then ψε,s(· | Pn) reduces to the minimizer of the empirical
average loss:

ψε,s(· | Pn) ≡ argminψ∈Ψε,s

∫
L(O,ψ | η0)dPn(O),

which does thus not require cross-validation. Let p∗ ≡ ∑n
i=1 S

∗
n(i)/n denote

the proportion of the validation sample, where p∗ = 1 in the latter case with
η0 being known.

We note that for each fixed (s, ε), ψε,s(· | Pn) can be viewed as an esti-
mator of the best choice

ψε,s(· | P0) ≡ argminψ∈Ψε,s

∫
L(O,ψ | η0)dP (O).

For each s, let εn(k), k = 1, . . . , K2s(n) be a given set of values. Let

An = ∪K1(n)
s=1 {(s, εn(k, s) : k ∈ {1, . . . , K2s(n)}.

Let
K(n) =| An | be the size of An.

We select (s, ε) with cross-validation:

(ŝ(Pn), ε̂(Pn)) ≡ argmin(s,ε)∈An
ESn

∫
L(O,ψs,ε(· | P 0

n,Sn
) | η0

n,Sn
)dP 1

n,Sn
(O).

The adaptive cross-validated discrete sieve estimator is now defined by

ψ̂(· | Pn) = ψŝ(Pn),ε̂(Pn)(· | Pn).

In Section 16 we prove that this estimator achieves the optimal rate of
convergence corresponding with the smallest subspace Ψs∗ , as measured by
the covering numbers Ns(ε), which contains ψ0.
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14 Finite sample results for epsilon-net esti-

mator

14.1 Quadratic loss function.

The next theorem provides us with a finite sample bound for the difference of
the conditional risks of the discrete sieve estimator ψε(· | Pn) and ψε(· | P0),
for a given sequence εn. This finite sample bound provides, in particular, an
optimal rate εopt(n) at which ε should converge to zero with sample size n.
This theorem follows from a direct application of our general Theorems 1.

Theorem 5 (Finite sample result and Asymptotics for ψεn(· | Pn))
Let εn > 0 be a given sequence converging to zero with sample size n.
Assumptions.
A1. The limit η0 of ηn = η(Pn) for n→∞ is an element of Γ(P0).
A2. There exist a M∗

1 <∞ so that

sup
ψ∈Ψ

sup
O
L∗(O,ψ, ψ0) ≤M∗

1 ,

where the supremum is taken over a support of the distribution P0 of O.
A3. There exist a M2 <∞ so that

sup
ψ∈Ψ

VARP0L
∗(O,ψ, ψ0)

EP0L
∗(O,ψ, ψ0)

≤M2.

Definitions. We define the following constants:

M1 = 2M∗
1

c(M1,M2, δ) = 2(1 + δ)2
(
M1

3
+
M2

δ

)
a0 ≡ 2M1/3

M3(N(εn)) = 3a0 +
√

2

√
log(2)

log(N(εn))
+

√
2√

log(N(εn))
+ b0 +

∫ ∞

b0
2N(εn)

1−m(x)dx,

where b0 is the smallest constant larger than the solution of 1 − m(x) = 0
with m(x) = 0.5 x2

1/ log(N(εn))+a0x
. We note that M3(log(N(εn)) ↓ in n. Let k̂

and k̃ be defined by ψεn(· | Pn) = ψεn
k̂

and ψεn(· | P0) = ψεn
k̃

We also define

78

http://biostats.bepress.com/ucbbiostat/paper130



the following sequences in n:

r∗1(n) ≡ max
k̄∈{k̂,k̃}

E
∫
(L∗0n,Sn∗ − L∗)(O,ψεn

k̄
, ψ0)dP0(O)√

E
∫
L∗(O,ψεn

k̄
, ψ0)dP0(O)

r∗2(n) ≡ E max
k∈{1,...,N(εn)}

√∫
(L∗0n,Sn∗ − L∗)2(O,ψεnk , ψ0)dP0(O)

Finally, for any δ > 0 we define

εn(δ) ≡ (1 + 2δ)B0(εn) + 2c(M1,M2, δ)
1 + log(N(εn))

np∗

+(1 + δ)r∗1(n)
√
B(εn) +

2M3(N(εn))(1 + δ) log(N(εn))

(np∗)0.5
max(r∗2(n), (np∗)−0.5I(r∗2(n) > 0)).

Finite Sample Result. For any δ > 0, we have

Edn(ψεn(· | Pn), ψ0) ≤

r
∗
1(n)(1 + δ) +

√
r∗1(n)2(1 + δ)2 + 4εn(δ)

2


2

≡ f1(B0(εn), r
∗
1(n), r∗2(n), log(N(εn)), np

∗,M1,M2,M3(N(εn)), δ).

If ηn = η0 is known, then this reduces to (we can set p∗ = 1)

Edn(ψεn(· | Pn), ψ0) ≤ (1 + 2δ)B0(εn) + 2c(M1,M2, δ)
1 + log(N(εn))

n
.

Asymptotic Implication. For any δ > 0

Edn(ψεn(· | Pn), ψ0) ≤ (1 + 2δ)B0(εn) +O(H(n)),

where

H(n) ≡ max

(
log(N(εn))

np∗
,
log(N(εn))r

∗
2(n)

(np∗)0.5
, r∗1(n)2, r∗1(n)

√
B0(εn), r

∗
1(n)1.5B0(εn)

0.25,√
log(N(εn))r

∗
1(n)

(np∗)0.5
,

√
log(N(εn))r

∗
2(n)0.5r∗1(n)

(np∗)0.25

 .
Consequently, we have the following scenarios.
Optimal rate: If max

(
log(N(εn))

np∗
, r∗1(n)2, log(N(εn))r

∗
2(n)2

)
= O(B0(εn)),

then H(n) = O(B0(εn)), and thus

Edn(ψεn(· | Pn), ψ0) = O(B0(εn)).
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Define

ropt(n) ≡ min
ε
B0(ε) +

log(N(εn))

n

εopt(n) ≡ argminε

{
B0(ε) +

log(N(εn))

n

}
.

It follows that, if max (r∗1(n)2, log(N(εn))r
∗
2(n)2) = O(B0(εn)) and εn = c ∗

εopt(n) for a 0 < c <∞, then

Edn(ψεn(· | Pn), ψ0) = E
∫
L(O,ψεn(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)

= O(B0(εn)) = O(ropt(n)).

Asymptotic equivalence with best choice ψεn(· | P0):

If either max
(

log(N(εn))
np∗

, r∗1(n)2, log(N(εn))r
∗
2(n)2

)
= o(B0(εn)) or max

(
log(N(εn))2

np∗
, r∗1(n)2, r∗2(n)2

)
=

o(B0(εn)), then
H(n) = o(B0(εn)).

In particular, we note that if max(r∗1(n)2, log(N(εn))r
∗
2(n)2) = o(B0(εn)),

then

H(n) = O

(
log(N(εn))

np∗

)
+ o(B0(εn)).

Asymptotic Optimality. Consequently, under these two possible scenarios
for which H(n) = o(B0(εn)), we have

Edn(ψεn(· | Pn), ψ0)

Edn(ψεn(· | P0), ψ0)
→ 1 for n→∞, (39)

and, in particular,

dn(ψεn(· | Pn), ψ0)

dn(ψεn(· | P0), ψ0)
→ 1 in probability for n→∞.

Proof. We apply Theorem 1 with candidate “estimators” ψk(· | Pn) ≡ ψεnk
(constants), k = 1, . . . , N(εn). Note that in this setting the quantaties in
Theorem 1 have the following corresponding analogues:

ψk(· | Pn) = ψεnk
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ψk̂(· | Pn) = ψεn(· | Pn)

ψk̃(· | Pn) = argminψ∈Ψεn

∫
L(O,ψ | η0)dP0(O)

≡ ψεn(· | P0).

L∗(O,ψk(· | P ∗
n,Sn

), ψ0) = L(O,ψεnk | η0)− L(O,ψ0 | η0)

dn(1−p∗)(ψεn(· | Pn), ψ0) = θ̃n(1−p)(k̂)− θopt

= dn(ψεn(· | Pn), ψ0)

=
∫
L(O,ψεn(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)

dn(1−p∗)(ψεn(· | P0), ψ0) = θ̃n(1−p)(k̃)− θopt

= dn(ψεn(· | P0), ψ0)

=
∫
L(O,ψεn(· | P0) | η0)− L(O,ψ0 | η0)dP0(O)

= B0(εn)

K(n) = N(εn)

r̃2(n) = B0(εn)

=
∫
L(O,ψεn(· | P0) | η0)− L(O,ψ0 | η0)dP0(O).

The above theorem is now the complete analogue of our general Theorem 1.
2

14.2 General loss function.

Theorem 6 (Finite sample result and Asymptotics for ψεn(· | Pn))
Let εn > 0 be a given sequence converging to zero with sample size n.
Assumptions.
A1. The limit η0 of η0

n,Sn∗ for n→∞ needs to be an element of Γ(P0).
A2. There exist a M∗

1 <∞ so that

sup
ψ∈Ψ

sup
O
L∗(O,ψ, ψ0) ≤M∗

1 ,

where the supremum is taken over the support of the distribution P0 of O.

Definitions. Let k̂, k̃ be defined by ψεn(· | Pn) = ψεn
k̂

and ψεn(· | P0) = ψεn
k̃

.
We define the following sequences in n:

f(M∗
1 , N(εn), np

∗) ≡ 4M∗2
1

√
logK(n)

np
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r∗1(n) ≡ max
k̄∈{k̂,k̃}

E
∫
(L∗0n,Sn∗ − L∗)(O,ψεn

k̄
, ψ0)dP0(O)√

E
∫
L∗(O,ψεn

k̄
, ψ0)dP0(O)

r̃(n) ≡
√
B0(εn).

We also define

ε1n ≡ B0(εn) + f(M∗
1 , N(εn), np

∗) + r∗1(n)
√
B0(εn).

Finite Sample Result. We have

Edn(ψεn(· | Pn), ψ0) ≤

r
∗
1(n) +

√
r∗1(n)2 + 4ε1n

2


2

= f2(B0(εn), r
∗
1(n), log(N(εn)), np

∗,M∗
1 ).

If ηn = η0 is known, then this reduces to

Edn(ψεn(· | Pn), ψ0) ≤ B0(εn) + f(M∗
1 , N(εn), n).

Asymptotic Implication. We have

Edn(ψεn(· | Pn), ψ0) ≤ Edn(ψεn(· | P0), ψ0) +O(H(n)),

where

H(n) ≡ max

(
log0.5(N(εn))√

np∗
, r∗1(n)

√
B0(εn), r

∗
1(n)2, r∗1(n)

log0.25(N(εn)

(np∗)0.25
, r∗1(n)1.5B(εn)

0.25

)
.

Optimal rate: If max
(
r∗1(n)2, log0.5(N(εn))

(np∗)0.5

)
= O(B0(εn)), then H(n) =

O(B0(εn)), and thus

Edn(ψεn(· | Pn), ψ0) = O(B0(εn)).

Define

ropt(n) ≡ min
ε

{
B0(ε) +

log0.5(N(ε))√
n

}

εopt(n) ≡ argminε

{
B0(ε) +

log0.5(N(ε))

n0.5

}
.
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It follows that, if r∗1(n)2 = O(B0(εn)) and εn = c ∗ εopt(n) for a 0 < c < ∞,
then

E
∫
L(O,ψεn(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O) = O(B0(εn)) = O(ropt(n)).

Asymptotic Equivalence. If r∗1(n)2 = o(B0(εn), then

O(H(n)) = O

(
log0.5(N(εn))

(np∗)0.5

)
+ o(B0(εn)).

Thus, if also log0.5(N(εn))
(np∗)0.5 = o(B0(εn)), then

H(n) = o(B0(εn))

Consequently, if max
(
r∗1(n)2, log0.5(N(εn)

(np∗)0.5

)
= o(B0(εn)

2), then

Edn(ψεn(· | Pn), ψ0)

Edn(ψεn(· | P0), ψ0)
→ 1 for n→∞,

and, in particular,

dn(ψεn(· | Pn), ψ0)

dn(ψεn(· | P0), ψ0)
→ 1 in probability for n→∞.

Proof. We apply Theorem 2 with candidate “estimators” ψk(· | Pn) ≡ ψεnk
(constants), k = 1, . . . , N(εn). Note that in this setting the quantaties in
Theorem 2 have the following corresponding analogues:

ψk(· | Pn) = ψεnk
ψk̂(· | Pn) = ψεn(· | Pn)

ψk̃(· | Pn) = argminψ∈Ψεn

∫
L(O,ψ | η0)dP0(O)

≡ ψεn(· | P0).

L∗(O,ψk(· | P ∗
n,Sn

), ψ0) = L(O,ψεnk | η0)− L(O,ψ0 | η0)

dn(1−p∗)(ψεn(· | Pn), ψ0) = θ̃n(1−p)(k̂)− θopt

= dn(ψεn(· | Pn), ψ0)

=
∫
L(O,ψεn(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)
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dn(1−p∗)(ψεn(· | P0), ψ0) = θ̃n(1−p)(k̃)− θopt

= dn(ψεn(· | P0), ψ0)

=
∫
L(O,ψεn(· | P0) | η0)− L(O,ψ0 | η0)dP0(O)

= B0(εn)

K(n) = N(εn)

r̃2(n) = B0(εn)

=
∫
L(O,ψεn(· | P0) | η0)− L(O,ψ0 | η0)dP0(O).

The above theorem is now the complete analogue of Theorem 2. 2

14.3 Asymptotic implications for ε-net estimator.

If N(ε) is of the same order as the covering number N(ε,Ψ, ‖ · ‖Ψ)), then the
above theorems shows that for any constant c > 0 the risk of the estimator
ψc∗εopt(n) converges to the optimal risk of ψ0 at a rate as fast or faster than
r∗opt(n), where r∗opt(n) is an explicitly known rate defined as follows. For loss
functions satisfying Assumption A3, we have

ropt(n) ≤ r∗opt(n) = min
ε

{
AE0(ε) +

log(N(ε,Ψ, ‖ · ‖Ψ))

n

}
,

while for loss functions not satisfying Assumption A3, we have

ropt(n) ≤ r∗opt(n) = min
ε

{
AE0(ε) +

log0.5(N(ε,Ψ, ‖ · ‖Ψ))√
n

}
.

Let ε∗opt(n) be the argument of the minimum corresponding with r∗opt(n). For
quadratic loss functions satisfying Assumption A3 of Theorem 1 we have
AE0(ε) ≤ Cε2 for some C < ∞. Thus, in this case the rate of convergence
r∗opt(n) can be bounded as follows:

r∗opt(n) ≤ min
ε
ε2 +

log(N(ε,Ψ, ‖ · ‖Ψ))

n
.

For non-quadratic loss functions not satisfying Assumption A3, we typically
have AE0(ε) ≤ Cε for some C < ∞, so that the rate of convergence can be
bounded as follows:

r∗opt(n) ≤ min
ε
ε+

log0.5(N(ε,Ψ, ‖ · ‖Ψ))√
n

.
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Below we will verify that for the well known smoothness classes Ψ for mul-
tivariate real valued functions, the above explicit bounds for ropt(n) and
r∗opt(n) correspond with the optimal rates of convergence given in the litera-
ture. We refer to van der Vaart and Wellner (1996) for the covering numbers
N(ε,Ψ, ‖ · ‖Ψ) of a variety of classes of functions Ψ.

Since B0(ε) and AE0(ε) depend on underlying smoothness of ψ0, the rate
of convergence ropt(n) reported in our theorems could be significantly better
than the above bounds r∗opt(n). In other words, the estimator ψεopt(n)(· | Pn)
is capable of adapting to the actual smoothness of ψ0 and thereby possibly
achieves a better rate of convergence than the optimal rate implied by the
size of the parameter space Ψ.

14.4 Examples of covering numbers.

Results on covering numbers N(ε,Ψ, ‖ · ‖) w.r.t. to the supremum norm or
other norms can be found in approximation theory. We refer to van der Vaart,
Wellner (1996, section 2.7) for a number of very general examples of classes
of functions Ψ and proofs. We will describe here one of their examples.

Example 8 (Lipschitz functions on euclidean sets, Theorem 2.7.1,
van der Vaart, Wellner, 1996) Define for any vector k = (k1, . . . , kd) of
d integers the differential operator

Dk =
dk·

dxk11 . . . dxkd
d

,

where k· =
∑
i ki. For a number α, let α be the largest integer smaller than

α. For a function f : X ⊂ IRd → IR, let

‖ f ‖α= max
k·≤α

sup
x
| Dkf(x) | + max

k·=α
sup
x,y

| Dkf(x)−Dkf(y) |
‖ x− y ‖α−α

Here the suprema are taken over all x, y in the interior of X with x 6= y. Let
Cα
M be the set of all continuous functions f : X → IR with ‖ f ‖α≤ M . Let

X be a bounded convex subset of IRd with non-empty interior. There exists
a constant K depending only on α and d such that

log(N(ε, Cα
1 (X ), ‖ · ‖∞) ≤ Kλ(X1)

(
1

ε

)d/α
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for every ε > 0, where λ(X1) is the Lebesgue measure of the set {x :‖ x−X ‖<
1}. It follows that if Ψ = CM(α) for some M <∞, and AE(ε) ≤ ε2, then

ε∗opt(n) ≤ n−
α

2α+d ,

which corresponds with a rate r∗opt(n) = ε∗opt(n)2 ≤ n−
2α

2α+d which is known to
be optimal.

Let F be the class of all univariate real valued monotone functions uni-
formly bounded from below and above. Van der Vaart, Wellner (1996) also
show that log(N(ε,F , Lr(Q)) ≤ K

ε
for every probability measure Q, ev-

ery r ≥ 1 and a constant K only depending on r. Thus, if Ψ consists
of the class of all monotone bounded univariate real valued functions, then
εopt(n) = n−1/3 so that ropt(n) = n−2/3.

15 Finite sample result for the cross-validated

epsilon-net estimator.

Consider the estimator ψk̂(· | Pn) = ψεn(k̂)(· | Pn) defined in (38). Let k̃
be the optimal comparable benchmark selector for choosing the constant ck
given by

k̃ = argmink∈{1,...,K(n)}ESn

∫
L(O,ψk(· | P 0

n,Sn
) | η0)dP0(O)

and let
k̃n = argmink∈{1,...,K(n)}

∫
L(O,ψk(· | Pn) | η0)dP0(O)

be the selector for ck which for each given data set chooses the optimal
constant.

15.1 Quadratic loss function.

The following theorem establishes a finite sample bound, and the asymptotic
equivalence of ψk̂(· | Pn) with ψk̃n

(· | Pn) if K(n) is chosen to converge to
infinity slowly enough with sample size n so that log(K(n))/np converges
fast enough to zero. This theorem is a direct corollary of Theorem 1 and the
asymptotic optimality Corollary 1.
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Theorem 7 Assumptions.
A1. The limit η0 of ηn = η(Pn) for n→∞ is an element of Γ(P0).
A2. There exist a M∗

1 <∞ so that

sup
ψ∈Ψ

sup
O
L∗(O,ψ, ψ0) ≤M∗

1 ,

where the supremum is taken over a support of the distribution P0 of O.
A3. There exist a M2 <∞ so that

sup
ψ∈Ψ

∫
L∗2(O,ψ, ψ0)dP0(O)∫
L∗(O,ψ, ψ0)dP0(O)

≤M2.

Definitions. We define the following constants:

M1 = 2M∗
1

c(M1,M2, δ) = 2(1 + δ)2
(
M1

3
+
M2

δ

)
a0 ≡ 2M1/3

M3(log(K(n))) = 3a0 +
√

2

√
log(2)

log(K(n))
+

√
2√

log(K(n))
+ b0 +

∫ ∞

b0
2K(n)1−m(x)dx,

where b0 is the smallest constant larger than the solution of 1 − m(x) = 0
with m(x) = 0.5 x2

1/ log(K(n))+a0x
. We note that M3(log(K(n)) ↓ in n.

We also define the following sequences in n:

r1(n) ≡ max
k̄∈{k̂,k̃}

E
∫
(L∗0n,Sn

− L∗)(O,ψk̄(· | P 0
n,Sn

), ψ0)dP0(O)√
E
∫
L∗(O,ψk̄(· | P 0

n,Sn
), ψ0)dP0(O)

r2(n) ≡ E max
k∈{1,...,K(n)}

√∫
(L∗0n,Sn

− L∗)2(O,ψk(· | P 0
n,Sn

), ψ0)dP0(O)

r̃(n)2 ≡ Edn(1−p)(ψk̃(· | Pn), ψ0).

Finally, for any δ > 0 we define

εn(δ) ≡ (1 + 2δ)r̃2(n) + 2c(M1,M2, δ)
1 + log(K(n))

np

+(1 + δ)r1(n)r̃(n) +
2M3(1 + δ) log(K(n))

(np)0.5
max(r2(n), (np)−0.5I(r2(n) > 0)).
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Finite Sample Result. For any δ > 0, we have

Edn(1−p)(ψk̂(· | Pn), ψ0) ≤

r1(n)(1 + δ) +
√
r1(n)2(1 + δ)2 + 4εn(δ)

2


2

= f1(r̃(n)2, r1(n), r2(n), log(K(n)), np,M1,M2,M3(log(K(n)), δ).

Define

f1(n, k) ≡
f1(B0(εn(k)), r

∗
1(n(1− p)), r∗2(n(1− p)), log(N(εn(k))), n(1− p)p∗,M1,M2,M3(N(εn(k)), δ).

We have that
r̃(n)2 ≤ r̃(n)u2 ≡ min

k∈{1,...,K(n)}
f1(n, k).

If ηn = η0 is known, then this finite sample bound reduces to (set p∗ = 1)):

Edn(1−p)(ψk̂(· | Pn), ψ0) ≤

(1 + 2δ) min
k

{
(1 + 2δ)B0(εn(k)) + 2C(M1,M2, δ)

1 + log(N(εn(k)))

n(1− p)

}

+2C(M1,M2, δ)
1 + log(K(n))

np
.

Asymptotic Implication. For any δ > 0

Edn(1−p)(ψk̂(· | Pn), ψ0) ≤ (1 + 2δ)Edn(1−p)(ψk̃(· | Pn), ψ0) +O(H(n)),

where

H(n) ≡ max

(
log(K(n))

np
,
log(K(n))r2(n)

(np)0.5
, r2

1(n), r1(n)r̃(n), r1(n)1.5r̃(n)0.5,√
log(K(n))r1(n)

(np)0.5
,

√
log(K(n)r2(n)0.5r1(n)

(np)0.25

 .
Consequently, we have the following scenarios.
Optimal rate: If max

(
log(K(n))

np
, r1(n)2, log(K(n))r2(n)2

)
= O(r̃(n)2), then

H(n) = O(r̃(n)2), and thus

Edn(1−p)(ψk̂(· | Pn), ψ0) = O(r̃(n)u2)
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Asymptotic equivalence: If either max
(

log(K(n))
np

, r1(n)2, log(K(n))r2(n)2
)

=

o(r̃(n)2) or max
(

log(K(n))2

np
, r1(n)2, r2(n)2

)
= o(r̃(n)2), then

H(n) = o(r̃(n)2).

Consequently, under these two possible scenarios under which H(n) = o(r̃(n)2),
we have

Edn(1−p)(ψk̂(· | Pn), ψ0)

Edn(1−p)(ψk̃(· | Pn), ψ0)
→ 1 for n→∞. (40)

Finally, if these two possible scenarios hold with r̃(n) replaced by the random
quantaty dn(1−p)(ψk̃(· | Pn), ψ0), then

dn(1−p)(ψk̂(· | Pn), ψ0)

dn(1−p)(ψk̃(· | Pn), ψ0)
→ 1 in probability for n→∞. (41)

If p = pn → 0 for n→∞, max
(

log(K(n))2

np
, r1(n)2, r2(n)2

)
= o(r̃(n)2), and

Emink∈{1,...,K(n)}
∫
L(O,ψk(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)

Emink∈{1,...,K(n)}ESn

∫
L(O,ψk(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O)

→ 1,

then

E
∫
L(O,ψk̂(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O)

Emink∈{1,...,K(n)}
∫
L(O,ψk(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)

→ 1 for n→∞.

(42)
That is, the cross-validation selector ck̂ for selecting the constant performs
asymptotically exactly as well as the selector ck̃n

which for each given data
set selects the optimal constant.

Proof. We apply Theorem 1 to the candidate estimators ψk(· | Pn), k =
1, . . . , K(n). This shows that the above theorem is a direct application of
Theorem 1. Regarding the finite sample bound, we note that

r̃2(n) = E
∫
L(O,ψk̃(· | P

0
n,Sn

) | η0)− L(O,ψ0 | η0)dP0(O)

= E min
k∈{1,...,K(n)}

∫
L(O,ψk(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O)

≤ min
k∈{1,...,K(n)}

E
∫
L(O,ψk(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O).
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By the finite sample result for ψεn(k)(· | Pn) established in the previous sec-
tion, we can bound the expectation, conditional on Sn, as follows: for any
δ > 0

E
∫
L(O,ψk(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O) ≤ (1 + 2δ)×

f1(B(εn(k)), r
∗
1(n(1− p)), r∗2(n(1− p)), log(N(εn(k))), n(1− p)p∗,M1,M2,M3(N(εn(k)), δ).

Since this bound does not depend on Sn, it also holds unconditionally. This
proves the reported finite sample bound. 2

15.2 General loss function.

Similarly, we obtain this theorem for loss functions not satisfying property
A3.

Theorem 8 Assumptions.
A1. The limit η0 of ηn for n→∞ needs to be an element of Γ(P0).
A2. There exist a M∗

1 <∞ so that

sup
ψ∈Ψ

sup
O
L∗(O,ψ, ψ0) ≤M∗

1 ,

where the supremum is taken over the support of the distribution P0 of O.

Definitions. We define the following constants: We define the following
sequences in n:

f(M∗
1 , K(n), np) ≡ 4M∗2

1

√
logK(n)

np

r1(n) ≡ max
k̄∈{k̂,k̃}

E
∫
(L∗0n,Sn

− L∗)(O,ψk̄(· | P 0
n,Sn

), ψ0)dP0(O)√
E
∫
L∗(O,ψk̄(· | P 0

n,Sn
), ψ0)dP0(O)

r̃(n)2 ≡ Edn(1−p)(ψk̃(· | Pn), ψ0).

We also define

ε1n ≡ r̃2(n) + f(M∗
1 , K(n), np) + r1(n)r̃(n).

Finite Sample Result. We have

Edn(1−p)(ψk̂(· | Pn), ψ0) ≤

r1(n) +
√
r1(n)2 + 4ε1n

2


2

= f2(r̃(n)2, r1(n), log(K(n)), np,M∗
1 ).
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Here r̃(n)2 is bounded by:

r̃2(n) ≤ r̃(n)u2

≡ min
k∈{1,...,K(n)}

f2(B0(εn(k)), r
∗
1(n(1− p)), log(N(εn(k))), n(1− p)p∗,M∗

1 ).

If η0 is known, then this finite sample bound reduces to:

Edn(1−p)(ψk̂(· | Pn), ψ0) ≤ min
k
{B0(εn(k)) + f(M∗

1 , N(εn(k)), n(1− p))}

+f(M∗
1 , K(n), np).

Asymptotic Implication. We have

Edn(1−p)(ψk̂(· | Pn), ψ0) ≤ Edn(1−p)(ψk̃(· | Pn), ψ0) +O(H(n)),

where

H(n) ≡ max

(
log0.5(K(n))

(np)0.5
, r1(n)r̃(n), r1(n)2, r1(n)

log0.25(K(n))

(np)0.25
, r1(n)1.5r̃(n)0.5

)
.

Optimal rate: If max
(
r1(n)2, log0.5(K(n))

(np)0.5

)
= O(r̃(n)2), then H(n) = O(r̃(n)2),

and thus
Edn(1−p)(ψk̂(· | Pn), ψ0) = O

(
r̃(n)u2

)
.

Asymptotic Equivalence. If max(r1(n), log0.5(K(n))/(np)0.5) = o(r̃(n)),
then then

Edn(1−p)(ψk̂(· | Pn), ψ0)

Edn(1−p)(ψk̃(· | Pn), ψ0)
→ 1 for n→∞. (43)

Finally, if max(r1(n), log0.5(K(n))/(np)0.5 = oP (dn(1−p)(ψk̃(· | Pn), ψ0)), then

dn(1−p)(ψk̂(· | Pn), ψ0)

dn(1−p)(ψk̃(· | Pn), ψ0)
→ 1 in probability for n→∞.

If p = pn → 0 for n→∞, (43) holds, and

Emink∈{1,...,K(n)}
∫
L(O,ψk(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)

Emink∈{1,...,K(n)}ESn

∫
L(O,ψk(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O)

→ 1,

then

E
∫
L(O,ψk̂(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O)

Emink∈{1,...,K(n)}
∫
L(O,ψk(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)

→ 1 for n→∞.
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15.3 Asymptotic implications for cross-validated epsilon-
net estimator.

Thus, we have now shown that the estimator ψk̂(· | Pn) is asymptotically
equivalent with the estimator which for each given data set chooses the es-
timator among {ψεn(k)(· | Pn), k = 1, . . . , K(n)}, which is closest to the
true parameter ψ0, where we know that each of the candidate estimators
ψεn(k)(· | Pn) itself converges to ψ0 at a rate smaller than or equal to the non-
adaptive optimal rate r∗opt(n). Consequently, our estimator does not only
achieve at minimal the optimal rate of convergence, but it also selects the
smoothing parameter ε so that it is optimal for the actual parameter value
ψ0. That is, the ε-selector adapts to underlying properties of ψ0.

16 Finite sample result for adaptive cross-

validated epsilon-net estimator.

We define the benchmark selector

(ε̃, s̃) = argmin(s,ε)∈An
ESn

∫
L(O,ψs,ε(· | P 0

n,Sn
) | η0

n,Sn
)dP0(O).

We also define

B0(ε, s) = min
j

∫
L(O,ψs,εj | η0)− L(O,ψ0 | η0)dP0(O).

16.1 Quadratic loss function

An application of Theorem 1 yields the following finite sample and asymptotic
results for this estimator.

Theorem 9 Assumptions.
A1. The limit η0 of the nuisance parameter estimator ηn = η(Pn) for n→∞
is an element of Γ(P0).
A2. There exist a M∗

1 <∞ so that

sup
ψ∈Ψ

sup
O
L∗(O,ψ, ψ0) ≤M∗

1 ,
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where the supremum is taken over a support of the distribution P0 of O.
A3. There exist a M2 <∞ so that for all ψ ∈ Ψ

sup
ψ∈Ψ

VARP0L
∗(O,ψ, ψ0)

EP0L
∗(O,ψ, ψ0)

≤M2.

Definitions. We define the following constants:

M1 = 2M∗
1

c(M1,M2, δ) = 2(1 + δ)2
(
M1

3
+
M2

δ

)
a0 ≡ 2M1/3

M3(log(K(n))) = 3a0 +
√

2

√
log(2)

log(K(n))
+

√
2√

log(K(n))
+ b0 +

∫ ∞

b0
2K(n)1−m(x)dx,

where b0 is the smallest constant larger than the solution of 1 − m(x) = 0
with m(x) = 0.5 x2

1/ log(K(n))+a0x
. We note that M3(log(K(n)) ↓ in n.

We also define the following sequences in n:

r1(n) ≡ max
(s̄,ε̄)∈{(ŝ,ε̂),(s̃,ε̃)}

E
∫
(L∗0n,Sn

− L∗)(O,ψs̄,ε̄(· | P 0
n,Sn

), ψ0)dP0(O)√
E
∫
L∗(O,ψs̄,ε̄(· | P 0

n,Sn
), ψ0)dP0(O)

r2(n) ≡ E max
(s,ε)∈An

√∫
(L∗0n,Sn

− L∗)2(O,ψs,ε(· | P 0
n,Sn

), ψ0)dP0(O)

r̃(n)2 ≡ Edn(1−p)(ψs̃,ε̃(· | Pn), ψ0).

Finally, for any δ > 0 we define

εn(δ) ≡ (1 + 2δ)r̃2(n) + 2c(M1,M2, δ)
1 + log(K(n))

np
+

(1 + δ)r1(n)r̃(n) +
2M3(1 + δ) log(K(n))

(np)0.5
max(r2(n), (np)−0.5I(r2(n) > 0)).

Finite Sample Result. For any δ > 0, we have

Edn(1−p)(ψŝ,ε̂(· | Pn), ψ0) ≤

r1(n)(1 + δ) +
√
r1(n)2(1 + δ)2 + 4εn(δ)

2


2

≡ f1(r̃(n)2, r1(n), r2(n), log(K(n)), np,M1,M2,M3(log(K(n)), δ).
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Let

f1n(s, ε) ≡
f1(B0(s, ε), r

∗
1(n(1− p)), r∗2(n(1− p)), log(Ns(ε)), n(1− p)p∗,M1,M2,M3(Ns(ε)), δ).

We have

r̃(n)2 ≤ r̃(n)u2

≡ min
(s,ε)∈An

f1n(s, ε).

If η0 is known, then this finite sample bound reduces to (set p∗ = 1):

Edn(1−p)(ψŝ,ε̂(· | Pn), ψ0) ≤

(1 + 2δ) min
(s,ε)∈An

{
(1 + 2δ)B0(s, ε) + 2C(M1,M2, δ)

1 + log(Ns(ε))

n(1− p)

}

+2C(M1,M2, δ)
1 + log(K(n))

np
.

Asymptotic Implication. For any δ > 0

Edn(1−p)(ψŝ,ε̂(· | Pn), ψ0) ≤ (1 + 2δ)Edn(1−p)(ψs̃,ε̃(· | Pn), ψ0) +O(H(n)),

where

H(n) ≡ max

(
log(K(n))

np
,
log(K(n))r2(n)

(np)0.5
, r2

1(n), r1(n)r̃(n), r1(n)1.5r̃(n)0.5,√
log(K(n))r1(n)

(np)0.5
,

√
log(K(n)r2(n)0.5r1(n)

(np)0.25

 .
Consequently, we have the following scenarios.
Optimal rate: If max

(
log(K(n))

np
, r1(n)2, log(K(n))r2(n)2

)
= O(r̃(n)2), then

H(n) = O(r̃(n)2), and thus

Edn(1−p)(ψŝ,ε̂(· | Pn), ψ0) = O(r̃(n)u2).

Asymptotic equivalence: If either max
(

log(K(n))
np

, r1(n)2, log(K(n))r2(n)2
)

=

o(r̃(n)2) or max
(

log(K(n))2

np
, r1(n)2, r2(n)2

)
= o(r̃(n)2), then

H(n) = o(r̃(n)2).
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Consequently, under these two possible scenarios under which H(n) = o(r̃(n)2),
we have

Edn(1−p)(ψŝ,ε̂(· | Pn), ψ0)

Edn(1−p)(ψs̃,ε̃(· | Pn), ψ0)
→ 1 for n→∞.

If these two possible scenarios hold with r̃(n) replaced by the random quantaty
dn(1−p)(ψs̃,ε̃(· | Pn), ψ0), then

dn(1−p)(ψŝ,ε̂(· | Pn), ψ0)

dn(1−p)(ψs̃,ε̃(· | Pn), ψ0)
→ 1 in probability for n→∞.

If p = pn → 0 for n→∞, max
(

log(K(n))2

np
, r1(n)2, r2(n)2

)
= o(r̃(n)2), and

Emin(s,ε)∈An

∫
L(O,ψs,ε(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)

Emin(s,ε)∈An ESn

∫
L(O,ψs,ε(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O)

→ 1,

then

E
∫
L(O,ψŝ,ε̂(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O)

Emin(s,ε)∈An

∫
L(O,ψs,ε(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)

→ 1 for n→∞.

That is, the final statements says that the cross-validation selector (ŝ, ε̂) for
selecting the (s, ε) performs asymptotically exactly as well as the selector
(s̃, ε̃) which for each given data set selects the optimal (s, ε) making the
estimator ψs,ε(· | Pn) closest to ψ0.

16.2 General loss function

Similarly, we obtain this theorem for loss functions not satisfying property
A3.

Theorem 10 Assumptions.
A1. The limit η0 of ηn = η(Pn) for n→∞ is an element of Γ(P0).
A2. There exist a M∗

1 <∞ so that

sup
ψ∈Ψ

sup
O
L∗(O,ψ, ψ0) ≤M∗

1 a.s.,

where the supremum is taken over the support of the distribution P0 of O.
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Definitions. Let B ≡ {(ŝ, ε̂), (s̃, ε̃)} be the collection of these two estimators.
We define the following sequences in n:

f(M∗
1 , K(n), np) ≡ 4M∗2

1

√
logK(n)

np

r1(n) ≡ max
(s̄,ε̄)∈B

E
∫
(L∗0n,Sn

− L∗)(O,ψs̄,ε̄(· | P 0
n,Sn

), ψ0)dP0(O)√
E
∫
L∗(O,ψs̄,ε̄(· | P 0

n,Sn
), ψ0)dP0(O)

r̃(n)2 ≡ Edn(1−p)(ψs̃,ε̃(· | Pn), ψ0).

We also define

ε1n ≡ r̃2(n) + f(M∗
1 , K(n), np) + r1(n)r̃(n).

Finite Sample Result. We have

Edn(1−p)(ψŝ,ε̂(· | Pn), ψ0) ≤

r1(n) +
√
r1(n)2 + 4ε1n

2


2

= f2(r̃(n)2, r1(n), log(K(n)), np,M∗
1 ).

Here r̃(n)2 can be bounded as follows:

r̃2(n) ≤ r̃(n)u2

≡ min
(s,ε)∈An

f2(B0(ε, s), r
∗
1(n(1− p)), log(Ns(ε)), n(1− p)p∗,M∗

1 ).

If η0 is known, then this finite sample bound reduces to:

Edn(1−p)(ψŝ,ε̂(· | Pn), ψ0) ≤ min
(s,ε)∈An

{B0(ε, s) + f(M∗
1 , Ns(ε), n(1− p))}

+f(M∗
1 , K(n), np).

Asymptotic Implication. We have

Edn(1−p)(ψŝ,ε̂(· | Pn), ψ0) ≤ Edn(1−p)(ψs̃,ε̃(· | Pn), ψ0) +O(H(n)),

where

H(n) ≡ max

(
log0.5(K(n))

(np)0.5
, r1(n)r̃(n), r1(n)2, r1(n)

log0.25(K(n))

(np)0.25
, r1(n)1.5r̃(n)0.5

)
.
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Optimal rate: If max
(
r1(n)2, log0.5(K(n))

(np)0.5

)
= O(r̃(n)2), then H(n) = O(r̃(n)2)

and thus
Edn(1−p)(ψŝ,ε̂(· | Pn), ψ0) = O(r̃(n)u2).

Asymptotic Equivalence. If max(r1(n), log0.5(K(n))/(np)0.5) = o(r̃(n)),
then then

Edn(1−p)(ψŝ,ε̂(· | Pn), ψ0)

Edn(1−p)(ψs̃,ε̃(· | Pn), ψ0)
→ 1 for n→∞. (44)

If max(r1(n), log0.5(K(n))/(np)0.5) = oP (dn(1−p)(ψs̃,ε̃(· | Pn), ψ0)), then

dn(1−p)(ψŝ,ε̃(· | Pn), ψ0)

dn(1−p)(ψs̃,ε̃(· | Pn), ψ0)
→ 1 in probability for n→∞.

If p = pn → 0 for n→∞, (44) holds, and

Emin(s,ε)∈An

∫
L(O,ψs,ε(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)

Emin(s,ε)∈An ESn

∫
L(O,ψs,ε(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O)

→ 1,

then

E
∫
L(O,ψŝ,ε̂(· | P 0

n,Sn
) | η0)− L(O,ψ0 | η0)dP0(O)

Emin(s,ε)∈An

∫
L(O,ψs,ε(· | Pn) | η0)− L(O,ψ0 | η0)dP0(O)

→ 1 for n→∞.

16.3 Asymptotic adaptivity.

Thus, if we control the number of tried values (ε, s) and the nuisance param-
eter η0 can be estimated at a fast enough rate, then dn(1−p)(ψ̂(· | Pn), ψ0)
converges to zero at the same rate as mins,ε dn(1−p)(ψs,ε(· | Pn), ψ0). Suppose
that, for each s, we choose values εn(k, s) = ckε

∗
s,opt(n), k = 1, . . . , K1(n, s),

which achieve the non-adaptive optimal rate of convergence for ψs,εn(k,s) for
the subspace Ψs. That is, if ψ0 happens to be an element of Ψs, then the
estimator ψs,εn(k,s) would converge to ψ0 at the optimal rate for the parame-
ter space Ψs. It follows that with this choice of ε-values, the cross-validated
adaptive epsilon-net estimator ψ̂ is minimax adaptive in the sense that it con-
verges (w.r.t. dn(1−p)(·, ·)) to ψ0 at the rate which is optimal for the smallest
of the parameter spaces which still contains ψ0.
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L. Birgé and P. Massart. From model selection to adaptive estimation. In
D. Pollard, E. Torgersen, and G. Yang, editors, Festschrift for Lucien Le
Cam: Research Papers in Probability and Statistics, pages 55–87. Springer-
Verlag, New York, 1997.

H. Bozdogan. Choosing the number of component clusters in the mixture
model using a new informational complexity criterion of the inverse fisher
information matrix. In O. Opitz, B. Lausen, and R. Klar, editors, Infor-
mation and Classification. Heidelberg: Springer Verlag, 1993.

H. Bozdogan. Akaike’s information criterion and recent developments in
information complexity. Journal of Mathematical Psychology, 44:62–91,
2000.

L. Breiman. The little bootstrap and other methods for dimensionality se-
lection in regression: x-fixed prediction error. Journal of the American
Statistical Association, 87(419):738–754, 1992.

L. Breiman. Heuristics of instability and stabilization in model selection.
Annals of Statistics, 24(6):2350–2383, 1996a.

L. Breiman. Out-of-bag estimation. Technical report, Department of Statis-
tics, U.C. Berkeley, 1996b.

L. Breiman. Arcing classifiers. Annals of Statistics, 26:801–824, 1998.

98

http://biostats.bepress.com/ucbbiostat/paper130



L. Breiman, J. H. Friedman, R. Olshen, and C. J. Stone. Classification and
regression trees. The Wadsworth statistics/probability series. Wadsworth
International Group, 1984a.

L. Breiman, J.H. Friedman, R.A. Olshan, and C.J. Stone. Classification and
Regression Trees. Wadsworth & Brooks/Cole, Monterey, 1984b.

L. Breiman and P. Spector. Submodel selection and evaluation in regression.
the x random case. International Statistical Review, 60:291–319, 1992.

P. Burman. A comparative study of ordinary cross-validation, v-fold cross-
validation and the repeated learning-testing methods. Biometrika, 76:503–
514, 1989.

L.M. Le Cam. Asymptotic Methods in Statistical Decision Theory. Springer-
Verlag, New York, 1986.

L.M. Le Cam and G. Yang. Asymptotics in Statistics: Some Basic Concepts.
Springer-Verlag, New York, 1990.

R. B. Davis and J. R. Anderson. Exponential survival trees. Statistics in
Medicine, 8:947–961, 1989.

D.L. Donoho. Le cam lecture: Estimation by ε-nets. IMS Le Cam Lecture
2003 at the Joint Statistical Meeting, San Francisco, 2003.

D.L. Donoho and I.M. Johnstone. Ideal denoising in an orthonormal basis
chosen from a libary of basis. C.R. Acad. Sci. Paris, Ser I, 319:1317–1322,
1994.

B. Efron and R. J. Tibshirani. An Introduction to the Bootstrap. Chapman
& Hall/CRC, 1993.

S. Geisser. The predictive sample reuse method with applications. Journal
of the American Statistical Association, 70:320–328, 1975.

R.D. Gill, M.J. van der Laan, and J.M. Robins. Coarsening at random: char-
acterizations, conjectures and counter-examples. In D.Y. Lin and T.R.
Fleming, editors, Proceedings of the First Seattle Symposium in Biostatis-
tics, pages 255–94, New York, 1997. Springer Verlag.

99

Hosted by The Berkeley Electronic Press



L. Gordon and R.A. Olshen. Tree-structured survival analysis. Cancer Treat-
ment Reports, 69:10065–1069, 1985.
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